
Chemical Information and Modeling, Gauss Supercomputer Center (Germany), Polish National 

Science Center 

Skills

Technical Molecular modeling and simulation methods and software (e.g. VMD, 

NAMD, Chimera, Modeller, Pymol, Amber), Unix/Linux, Programming 

languages (Perl, Tcl, Bash, Python)

Soft Science communication (publications, presentations, teaching), Project 

and team leading, Mentoring and guidance, Conference organization, 

Team working and building

Languages Romanian (mother language), English, German (fluent), Spanish (good), 

French, Italian (understanding level)

Also about me

I have two daughters (10 and 13 years old); I am sociable, passionate about science and nature, 

outdoor activities (mountaineering, skiing, football, running, trail biking) and rock music and I enjoy 

cooking
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